arm, and stem base) of the human Nup107 complex (EMD-2443) 1 is shown in light blue. We used this structure for docking. The stem tip, which prolongs the stem base, is not contained in the map, because it was averaged out due to high flexibility 1 . The crystal structures of Nup160/Nup37 (PDB-4FHN) 3 , Nup96/Sec13/Nup107 (PDB-3JRO) 4 , Nup85/Seh1 (PDB-3EWE) 5 , and Nup43 (PDB-4I79) were fitted into the vertex structure. and the ActD-NPC structure. In contrast to mapping each local resolution value on the surface of the structures, as shown in Fig. 3 and Supplementary Fig. 12 , the local Fourier shell correlation curves indicating the same resolution value were averaged and plotted. Thereby, the 0.5 threshold criterion was used for the conventional resolution measurement 7 and the 0.14 criterion in the cross-resolution case, taking advantage of the fact that the native NPC and the ActD-NPC were independently aligned and averaged 8 . As a masking control, 
